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CKD – chronic kidney disease, eGFR – estimated glomerular �ltration rate, GN – glomerulonephritis, 
IN – chronic tubulointerstitial nephropathy, T2DM  – type 2 diabetes mellitus, TCF7L2 gene – the 
transcription factor-7 like 2 gene, TDT – the transmission/disequilibrium test.

Table 1. Characteristics of the CKD patients

Rapid progression of CKD (n=54) Slow progression of CKD (n=55) P value
Age on examination 

(years)
14.55 ± 7.53

(0.7 - 24)
16.48 ± 5.05

(7.3 – 25)
0.18

Age at CKD diagnosis 
(years)

9.85 ± 6.76
(0.01 - 22)

5.61 ± 6.14
(0.1 - 20)

0.001

Aetiology of CKD: 
--- chronic primary glomerulonephritis

--- chronic tubulointerstitial nephropathy
24
30

6
49

CKD duration
(years)

2.56 ± 1.59
(0.01 – 6)

11.31 ± 4.76
(3 – 22.5)

0.0001

Proteinuria/CKD 
(g/24h)

2.66 ± 4.32
(0 – 25)

0.59 ± 1.53
(0 – 11) 0.00001

Proteinuria/E 
(g/24 h)

1.23 ± 2.16
(0 - 10)

0.59 ± 0.99
(0 – 6.2)

0.32

Serum cholesterol/CKD (mmol/l)
5.55 ± 2.14

(2.1 – 11.96)
4.39 ± 0.95
(2.99 – 8.5)

0.0015

Serum cholesterol /E 
(mmol/l)

4.88 ± 1.8
(2.94 – 11.4)

4.88 ± 0.92
(3.12 – 6.92)

0.22

Presence of hypertension/CKD
 n (%)

27 (50) 15 (27.27) 0.01

Presence of hypertension /E 
n (%)

27 (50) 15 (27.27) 0.01

Data are show as mean ± SD (range) unless speci�ed otherwise.
Parameters were evaluated: at the time of CKD diagnosis, minimum stage 2 by KDOQI (CKD) and at the time of examination (E).
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Methods 

TCF7L2 gene was geno-
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isolated from peripheral blood white blood cells using 

TCF7L2 gene 

product was digested with RsaI 

-
morphism in the TCF7L2 gene from heterozygous parents 

-
TCF7L2 

Table 2. The frequency of genotypes and allele of rs7903146 polymorphism in the TCF7L2 in the groups of the CKD patients and their parents

All CKD patients
(n=109)

GN
(n=30)

IN
(n=79)

GENOTYPE n (%):
 CC 54 (49.5) 15 (50) 39 (49.4)
 CT 49 (45.0) 14 (46.7) 35 (44.3)
 TT 6 (5.5) 1 (3.3) 5 (6.3)

ALLELE n (%)
 C 157 (72.02) 44 (73.3) 113 (71.5)
 T 61 (27.98) 16 (26.7) 45 (28.5)

Parents
of all children

(n=218)

Parents
of GN children

(n=60)

Parents
of IN children

(n=158)
GENOTYPE n (%)

CC 115 (52.75) 31 (51.67) 84 (53.16)

CT
86 (39.45)

22 (36.67) 64 (40.51)

TT 17 (7.8) 7 (11.66) 10 (6.33)
ALLELE n (%)

C 316 (71.48) 84 (70) 232 (73.42)
T 120 (27.52) 36 (30) 84 (26.58)

GN - chronic primary glomerulonephritis. IN –chronic tubulointerstitial nephropathy.

Table 3. The transmission of alleles of rs7903146 polymorphism in  TCF7L2 gene from heterozygous parents to o�spring with CKD (transmission/disequilibrium test)

All patients GN IN
The number of total transmitted alleles 90 22 64

C transmitted 44 11 29
T transmitted 46 11 35

p 0.83 1 0.45 
GN - chronic primary glomerulonephritis, IN –chronic tubulointerstitial nephropathy.

Table 4. Comparisons of allelic and genotypic frequencies between subgroups of the CKD patients 

Genotype
Slow progression of 

CKD (n=55)
n (%)

Rapid progression 
of CKD
(n=54)
n (%)

GN
(n=30)

IN
(n=79)

Slow progression 
of CKD
(n=6)
n (%)

Rapid progression 
of CKD
(n=24)
n (%)

Slow progression 
of CKD
(n=49)
n (%)

Rapid
progression of CKD

(n=30)
n (%)

CC 29 (52.73) 25 (46.3) 4 (66.67) 11 (45.83) 25 (51.02) 15 (50)
CT 22 (40) 27 (50) 2 (33.33) 12 (50) 20 (40.82) 14 (46.67)
TT 4 (7.27) 2 (3.7) 0 (0) 1 (4.17) 4 (8.16) 1 (3.33)

p=0.48 p=0.87 

Allele n (%) n (%) n (%) n (%) n (%)
n (%)

C 80 (72.7) 77 (71.3) 10 (83.3) 34 (70.8) 70 (71.4) 44 (73.33)
T 30 (27.3) 31 (28.7) 2 (16.7) 14 (29.2) 28 (28.6) 16 (26.67)

p=0.81 p=0.38 p=0.97 
GN - chronic primary glomerulonephritis, IN – chronic tubulointerstitial nephropathy.
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